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Introduction 

Autosomal dominant polycystic kidney disease (ADPKD) stands as the predominant genetic contributor to renal failure on a 

global scale. This ailment is characterized by its progressive nature, manifesting in cyst formation, kidney enlargement, and 

engagement of extrarenal organs like the liver, pancreas, spleen, and arachnoid membranes. It affects individuals across diverse 

racial backgrounds in adulthood, contributing to 6% to 10% of dialysis patients in the United States. Although cysts may be 

discernible in childhood or even before birth, the clinical symptoms typically emerge during the third or fourth decade of life 

[1].  

ADPKD is characterized by the continuous development and enlargement of cysts in the kidneys, resulting in progressive 

kidney enlargement, extrarenal organ involvement (eg, liver, pancreas, spleen, and arachnoid membranes) and diminished 

quality of life [1]. It is caused by mutations in the PKD-1 or PKD-2 genes. In the ADPKD majority of cases (approximately 

85%), the disease is caused by mutations in the PKD-1 gene located on chromosome 16p13.3. In the remaining cases, mutations 

in the PKD-2 gene are located on chromosome 4q21-q22. The therapy of ADPKD is directed towards reducing and slowing 

the progression of renal failure in ADPKD and includes control of hypertension and hyperlipidemia, dietary protein restriction, 

control of acidosis, and prevention of hyperphosphatemia [2]. Surgery to reduce the size of cysts can alleviate severe pain 

caused by cyst expansion in most cases, but not all. However, this surgical intervention is only a temporary solution and does 

not prevent ADPKD from progressing towards kidney failure [3]. 

ECM alterations have been suggested to be part of ADPKD. It was observed that the cellular basement membrane (BM) of 

cysts in human ADPKD kidneys in the end-stage had become thickened and extensively laminated, and there was abnormal 

regulation of gene expression of various components of the BM such as collagens, laminins, and proteoglycans by cyst 

epithelial cells. These changes in BM were also observed in dilated tubules and small cysts of early ADPKD kidneys [4].  

The exact mechanisms that lead to the formation of cysts in ADPKD and subsequent kidney function loss are not yet fully 

understood [5].  For a better understanding, the relationship between PC-1 and ECM proteins should be clarified. Investigation 

of the interaction between a component of the ECM and PC-1, explains the initiation of cysts and the progression of ADPKD.  

The extracellular region of PC-1 has the potential to interact with ECM proteins, which are important in the signal transduction 

pathway, play a role in renal development and could be a very important step in molecular cystogenesis [6]. Evidence has 

shown that the disruption or loss of PC-1 activity inevitably results in subtle derangements of cellular calcium regulation, 

through several potential pathways, as the cellular calcium's abnormal homeostasis may subsequently alter the differentiation 

within affected cells [7]. Furthermore, it has been reported that the receptor of the egg jelly (REJ) domain is located in the N-
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Polycystin 1 (PC1) plays a crucial role in the progression of autosomal dominant polycystic kidney 

disease (ADPKD), a potentially life-threatening monogenic disorder marked by the gradual 

formation of fluid-filled cysts that compromise renal function and may lead to end-stage renal 

disease. Polycystin 1 is a protein of structural complexity, featuring numerous domains and 

engaging in diverse functions such as cellular adhesion, signal transduction, and ion channel 

activity. Our goal was to unravel its interactions with other proteins and its involvement in the onset 

of cystic diseases, ADPKD. This exploration seeks to enhance our grasp of the intricate interplay 

between its structure and functions, offering valuable insights into potential therapeutic targets. Our 

focus in this study is to study and characterize a REJ domain located at the N-terminal extracellular 

region of PC-1 and study its interaction with various components of the extracellular matrix. By 

exploring these interactions, we can better understand their potential significance in both the healthy 

development of the kidneys and the underlying mechanisms of ADPKD. In vitro, pull-down assays 

were used to assess the binding of the REJ fusion to several ECM components. The results showed 

that the REJ fusion protein binds to collagen VI, integrin, and fibronectin. The addition of the REJ 

fusion protein to HEK293 embryonic kidney epithelial cells in culture resulted in a significant 

reduction in the rate of cell proliferation. These findings indicated that the REJ region serves as a 

mediator for the interaction between polycystin-1 and the ECM and highlights the functional role 

of polycystin-1 in cell-matrix and cell-cell interactions. 
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terminal extracellular region of the PC-1 protein, and may play a role in supporting the influx of calcium ions (Ca2+) in the 

PC-1 domains [8]. 

The extracellular domain of PC-1 mediates cell-cell and cell-extracellular matrix binding, and it encompasses a multifunctional 

carboxy-terminal region [9].  

REJ is a crucial part of the PC-1 ectodomain, covering approximately 1000 amino acids. This module contains numerous 

missense mutations responsible for various diseases. Nonetheless, there is limited knowledge about the configuration and role 

of this region [10]. The REJ proteins support Ca2+ influx, and the localization of the REJ protein domains in the extracellular 

region of the PC-1 protein allows it to interact with the ECM proteins and provides an excellent example model to investigate 

its function in ADPKD [11]. REJ localized near the GPS domain at the GPSG-protein-coupled proteolytic site, PC-1 undergoes 

cleavage, and this process involves the entire REJ region. GPS cleavage is an essential process for both kidney function and 

structure, and the number of mutations at the REJ region affects GPS cleavage by disruption [12].  

Recent study has made a notable contribution to the understanding of the molecular mechanisms underlying inherited ADPKD 

by successfully expressing a REJ fusion protein in vitro., resulting in the production of a 13 kDa REJ protein that corresponds 

to the human REJ gene in exon 15. This novel research provides valuable insights into the molecular mechanisms involved in 

ADPKD and represents a significant advancement in this field [13].  

Cells have a highly integrated system for proper tissue function via interaction with various types of extracellular matrix (ECM) 

proteins, which allow the exchange of signals between cells [14]). Basement membrane (BM) represents one type of ECM 

that is a crucial element in separating epithelial cells from the surrounding environment and connecting proteins in the ECM, 

it is composed of several proteins including laminin, collagen IV, heparan sulphate proteoglycans, integrin, fibronectin, and 

nidogen. The proteins in the ECM bind to receptors expressed on the BM through integrin and hemidesmosomes, which are 

cooperatively located on the cell surface [15]. The major and conserved components of the BM include laminins, type IV 

collagen (collagen IV), nidogens, and heparan-sulphate proteoglycans (HSPGs). Together, these components form a sheet that 

allows cells to adhere and maintain normal physiological functions. The BM also plays a crucial role in regulating many 

aspects of cell biology, such as cell polarity, proliferation, apoptosis, survival, migration, differentiation, and signaling [16]. 

Recent studies have shown that the alter in the ECM and BM composition are present in the early stages of cyst development 

in ADPKD; these changes include thickening and extensive lamination of cellular basement membranes, abnormal regulation 

of genes associated with collagens, laminins and proteoglycans, as well as overexpression of several integrins in cystic cells. 

The BM alterations were observed in dilated tubules and small cysts of early ADPKD kidneys, suggesting that changes in the 

ECM are early features of cyst formation [4].  Collagen IV is a crucial element of all BM and is widely distributed in BM 

structures [17]. Collagen IV is a crucial component of BM. It plays a critical role in tissue development, differentiation, 

maintenance, and remodeling [17]. Also, is implicated in the pathogenesis of several human disorders, including diabetic 

nephropathy, and angiopathy [18]. The main receptors that interact with collagen IV are integrins, which are a family of 

transmembrane glycoproteins that exist as αβ heterodimers. Integrins serve a variety of functions including adhesion, signaling, 

mechanotransduction, and regulation of cell growth and death. Among the many integrins expressed in epithelial cells, the 

α3β1 integrin specifically interacts with type IV collagen [19]. 

Collagen IV networks play a pivotal role in the architecture, signaling, and organization of the overall BM [20]. Type IV 

collagen plays a crucial role in both providing structural support and enabling signaling processes that are important for various 

physiological and pathological functions. Alport's syndrome, a chronic kidney disease, is typically caused by mutations in type 

IV collagen that have been extensively studied [21]. These effects are often mediated by specific integrins, particularly α1β1 

and α2β1, which interact with the central triple helical domain of collagen IV protomer [22]. Also, type IV collagen is a unique 

type of collagen that is found exclusively in BM. It creates complex structures through interactions between different 

molecules, both within and between collagen molecules. These structures play an important role in regulating processes such 

as differentiation [17].  

Integrins are receptors found on the surface of cells that consist of both alpha and beta subunits. They play a crucial role 

in the interaction between cells and the ECM by binding to various components of the ECM, such as fibronectin and collagen 

IV [23]. Multidomain adhesive proteins found in the ECM serve as ligands for a variety of integrins. Some integrins can bind 

to specific domains of multiple proteins, while certain adhesive proteins can bind to several different integrins. These 

interactions primarily facilitate adhesion between cells and the ECM, as well as between cells themselves [24]. Altered 

expression of integrin cell adhesion receptor subtypes has also been reported in ADPKD cells [25]. The investigation of the 

interactions between the extracellular domains of PC-1 and ECM components is crucial for understanding normal renal 

development and the pathogenesis of ADPKD. It has been demonstrated that isolated PC-1 domains, such as the C-type lectin 

and LRR, can bind to various ECM proteins located outside of cells [26].  

Given the information provided, the primary objective of this study is to showcase the expression of a soluble REJ fusion 

protein and examine its impact on the proliferation of HEK 293 cells. Additionally, the investigation aims to explore the 

interaction of this protein with ECM proteins through the utilization of a pulldown assay. This step is considered essential in 

comprehending the protein's function and identifying relevant biological pathways. 

 

Materials and Methods 

Materials: 
Most of the chemicals were purchased from Sigma Aldrich (UK). Human embryonic kidney (HEK 293) was kindly provided 

by Dr Baghdadi, Research Centre, King Faisal Specialist Center, Jeddah, Kingdom of Saudi Arabia. Dulbecco's modified eagle 

medium (DMEM), penicillin-streptomycin, trypan blue solution, trypsin-EDTA, phosphate-buffered saline (PBS) and 

dimethyl sulfoxide (DMSO), were purchased from Solar bio (China). The heat-inactivated fetal bovine serum (FBS) was 

obtained from Gibco Thermo Fisher Scientific (KSA). Thiazolyl blue tetrazolium bromide powder (MTT) was provided by 

Gold Biotechnology (USA).     

 

Methods: 

Cloning and Expression of the REJ domain as soluble protein 
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Cloning and expression of the MBP-REJ domain and fusion protein expression and purification with PureCube His-Affinity 

agarose were modified from the method described previously [13].   

 

Human embryo kidney epithelial cell culture and proliferation assay 

Cell Line and Passage: 

HEK 293 cells at passage '9' were selected as the experimental model to investigate the impact of MBP-REJ fusion proteins 

on cellular proliferation. 

 

Cultivation and Maintenance: 

HEK 293 cells were maintained as monolayers in uncoated tissue culture flasks, with culture conducted using Dulbecco's 

Modified Eagle medium (DMEM). The culture medium was supplemented with 10% (v/v) fetal calf serum (FCS) and 1% 

(v/v) penicillin-streptomycin solution. The cells were cultivated in a controlled environment at 37°C with 5% (v/v) carbon 

dioxide (CO2) and 95% air. The culture medium was refreshed every 2-3 days or as needed. 

 

Subculturing: 

Routine subculturing of cell lines was carried out at 37°C with 5% CO2. Upon achieving approximately 70% confluency, cell 

cultures were visually inspected under a phase-contrast microscope (Nikon, USA) to ensure optimal density and freedom from 

contamination. Subsequently, cells were detached using trypsin, and centrifuged at 1500 rpm for 10 minutes, and the resulting 

cell pellets were retained for cell counting using a hemocytometer. 

 

Cell Seeding: 

The cells were then seeded at a density of 5.0×104 cells/μL and allowed to adhere overnight before commencing the 3-(4,5-

dimethylthiazol-2-yl)-2,5-diphenyltetrazolium bromide (MTT) experiment. 

 

Studying the effect of MBP-REJ on cell viability and proliferation: 

 

MTT Cell Proliferation Assay 

The influence of the MBP-REJ fusion protein on the growth of HEK293 cells was assessed using the MTT assay. This 

calorimetric assay gauges mitochondrial dehydrogenase activity in viable cells, as it converts pale yellow, soluble MTT into 

an insoluble purple formazan product. The intensity of the purple colour is directly proportional to the metabolic activity of 

the cells, with a deeper colour indicating higher absorbance values and, consequently, a greater number of viable cells [27]. 

HEK293 cells were cultured at a density of 5000 cells per 100μl in 96-well microtiter plates and incubated at 37°C overnight.   

Various concentrations of the MBP-REJ protein (0.5, 1, 1.5, and 2 mg/ml) were applied to the cells. The culture plates were 

then incubated at 37°C for 24, 48, and 72 hours. Control wells containing cells and medium were included. After 24 hours of 

incubation, 10 μl of MTT solution (3 mg/ml) was introduced into each well, followed by further incubation at 37°C. After a 

4-hour incubation period, the supernatants were carefully removed. Subsequently, 100 μl of dimethyl sulfoxide (DMSO) was 

added to each well and thoroughly mixed to dissolve the formazan crystals.  

The absorbance at 570 nm was measured using an enzyme-linked immunosorbent assay (ELISA) reader (BioTek Instruments, 

USA). The same procedure was repeated after 48 and 72 hr. The calculation of cell viability percentage was performed 

manually, following the formula established by Choudhury et al. in 2016 [28]. Changes in cell morphology were visually 

examined through a phase-contrast microscope (Nikon ECLIPSE ti-S, Japan) at 24, 48, and 72 hours after the treatment. 

 

Interaction of MBP-REJ fusion protein with extracellular matrix protein 

Pull-down assay 

The possible interaction of a component of the extracellular matrix with polycystin-1 may be important in the initiation or 

progression of ADPKD [11]. A pull-down assay to study protein-ECM interaction was performed according to manufacturer 

instructions (Pull-Down Kit, Thermos Fisher, UAS). 

HEK 293 cells were used in the pulldown assay. HEK 293 cells were grown as monolayers to confluency (1x107) on an 

uncoated tissue culture flask using a DMEME medium. The cells were washed 2X with ice-cold PBS. One milliliter of RIPA 

lysis buffer (150mM Nacl,1% Triton X100, 0.5% of Sodium Deoxycholate, 0.1 % SDS, 50 mM Tris, pH 8, Tris HCL, 20 mM 

Tris-HCL, pH7.5), phenylmethylsulfonyl fluoride Protease inhibitors PMFS (one tablet /10 ml RIPA buffer) was added (1 ml) 

to the cells and left on ice for 5 min. The cells were then scraped with a cell scraper (Costar Corning incorporated, USA) 

transferred to sterile 0.5 ml Eppendorf and kept on ice for 1h. During this period, the cell lysate was pipetted using small tips 

every 10 min to physically break down the cells. The disrupted cells were centrifuged down in a bench centrifuge at full speed 

(13000 rpm) for 30 min at 4°C. The supernatant was either used immediately or stored at –70 °C until further use. 

Within our experimental methodology, we conducted optimization experiments involving various parameters, including 

different concentrations of MBP-REJ fusion protein, the volume of beads, incubation times, the number of washes, and the 

volume of cell lysate. The primary goal of these optimizations was to prevent any non-specific interactions between the protein 

and the His moiety or the beads. 

To achieve this, we initiated the process by incubating 300 µl of purified MBP-REJ fusion protein with a 50% slurry of HisPur 

Cobalt Resin (100 μl) for 1 hour at 4 °C with gentle end-over mixing. Subsequently, the mixture underwent centrifugation in 

a bench centrifuge, running at 3341 rpm for 30 seconds to 1 minute. The resulting tube was labelled as the "bait flow-through" 

and was analyzed by running it on a 15% reduced polyacrylamide gel electrophoresis (SDS-PAGE). Additionally, the HisPur 

Cobalt Resin was subjected to 5 washes using a washing buffer composed of a 1:1 mixture of TBS and pull-down lysis buffer. 

To prepare the prey fraction, we started by adding 2.5 ml of Pierce Lysis Buffer (w/v) to the lysed cells. The tube was 

thoroughly mixed by repeatedly inverting it both upward and downward. Subsequently, the mixture was placed on ice for 

approximately 30 minutes with periodic inversions. Following this incubation, the mixture underwent centrifugation at 3341 

rpm for 5 minutes to achieve clarification of the crude mammalian lysate. The resulting supernatant was carefully transferred 
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to a fresh tube and maintained on ice. Meanwhile, Imidazole (10 mM) was introduced to the remaining cell pellet. This 

particular tube was designated as the "mammalian prey lysate" and, once again, stored on ice. 

In the experimental procedure, 800 µl of the prey protein was introduced into a microfuge tube and subsequently incubated at 

4 °C for 2 hours on a rotating platform with gentle rocking. Following incubation, the samples underwent centrifugation at 

3341 rpm for 1 minute, and the resulting tube was designated as the "prey flow-through" and placed on ice. Subsequently, the 

supernatants were gathered for analysis using a 15% reduced SDS-PAGE based on gel percentage. The protein-capturing beads 

were subjected to washing with 1 ml of ice-cold lysis buffer, which had initially been employed to lyse the cells. These tubes 

were then centrifuged at maximum speed (1500 rpm) for 1 minute. The washing step was iterated 3 to 4 times. Elution Buffer 

(250 µl) was added to the microfuge tube, and incubated for 5 min with gentle rocking on a rotating platform. The sample was 

centrifuged at 3341 rpm for 1 min. This tube was labelled as “Elution 1” and it was placed on ice.  The elution steps were 

repeated 5x.     

The experiment to pull down proteins was optimized by changing the concentration of the MBP-REJ fusion protein, the number 

of beads used, incubation times, the number of washes, and incubation periods. Samples, including non-treated His-Pur Cobalt 

Resin, purified bait, cells lysate, bait flow through, prey flow through, and bait-prey elution, were electrophoresed by using 

15% reduced SDS-PAGE. 

 

Characterization of protein-protein interaction by mass spectrometry 

Matrix-assisted laser desorption ionization-time of flight mass spectrometry (MALDI-TOF MS) (Ultra-flex III Manufacturers 

by Bruker Corporation, USA) was used to identify the proteins that have been pulled down with MBP-REJ, which has been 

subjected to SDS-PAGE prior to characterization.  The relevant stained protein bands were excised from the gel and stored in 

0.1% acetic acid and the resulting proteins were analyzed by MALDI-TOF MS which was followed by database searching 

(Swiss Prot) [29]. The analysis process was carried out in cooperation with King Abdullah University of Science and 

Technology KAUST, Jeddah, Saudi Arabia). 

 

Statistical analysis 

The data obtained from the study were subjected to analysis using GraphPad Prism version 8.2.1, also known as Prism 8. To 

determine if there were any significant differences between the groups that received treatment and the control group, a 

statistical test called one-way ANOVA was employed, specifically utilizing Dunnett's multiple comparisons tests. The results 

were presented as the mean value accompanied by the standard deviation (SD). Statistical significance was considered when 

the p-value was less than 0.05 (P < 0.05). 

 

Results  

Studying the effect of MBP-REJ on cell viability and proliferation 

The effect of the MBP-REJ fusion protein on the cellular proliferation of the HEK 293 cell line was evaluated by MTT assay. 

The purified MBP-REJ fusion protein (0.5, 1, 1.5 and 2 mg/ml) was added to the multi-well plates containing MBP-REJ fusion 

protein. The number of viable cells in culture after treatment with MBP-REJ fusion protein over time was monitored.  

The initial cell density was set at 5000 cells per well. Following a 24-hour incubation period, a marginal decrease in viable 

cell numbers in multi-well plates was observed alongside an escalation in the MBP-REJ fusion protein compared to untreated 

cells. The mean± SD of the control group was 0.322± 0.012, with a corresponding 100% viability calculated from the control 

equation. With increasing concentrations from 0.5 to 2 mg/ml, the mean± SD exhibited a decline to 0.276± 0.048, 0.255± 

0.051, 0.249± 0.004, and 0.232± 0.039 µg/ml, respectively. This decrease in mean± SD reflected a reduction in the percentage 

of viable cells in comparison to the control. The percentage of cell viability concurrently diminished to 85.67%, 79.13%, 

77.26%, and 71.96%, respectively, indicating an inverse correlation between cell cytotoxicity and concentration. As the 

concentration of the fusion protein increased, cell cytotoxicity also increased, reaching 14.33%, 20.87%, 22.74%, and 28.04%, 

respectively (Table 1). Notably, at a concentration of 2 mg/ml of fusion protein, a significant difference in the mean± SD was 

observed, with a p-value of 0.014. 

As the incubation period extended to 48 hours, there was an augmentation in the number of viable cells in the control group, 

while a noticeable decrease in viable cells became apparent in the treated wells. The initial mean± SD of the control was 

0.283± 0.049, with a corresponding 100% viability. For treated cells with concentrations ranging from 0.5 to 2 mg/ml, the 

mean± SD showed a decline to 0.280± 0.054, 0.261± 0.046, 0.250± 0.059, and 0.241± 0.042 µg/ml, respectively. 

Simultaneously, the percentage of viable cells dropped from 100% in untreated cells to 99.12%, 92.22%, 88.22%, and 85.33% 

for treated cells. Correspondingly, cell cytotoxicity increased from 0.88% at a concentration of 0.5 mg/ml to 7.78%, 11.78%, 

and 14.67% with escalating concentrations (Table 1). Notably, there were no significant differences in the mean± SD between 

0.5 and 1 µg/ml compared to the control. However, significant differences were observed in the mean± SD at concentrations 

of 1.5 and 2 mg/ml when compared to the control. As the incubation period extended to 72 hours, there was a decrease in the 

number of viable cells in the control group. The mean± SD of the control was 0.280± 0.055, with 100% viable cells. In the 

treated wells, there was no significant reduction in the number of viable cells. The mean± SD for concentrations of 0.5-2 mg/ml 

were 0.270± 0.041, 0.258± 0.091, 0.214± 0.014, and 0.202± 0.006. A reverse relationship between concentration and cell 

viability was observed, with the percentage of viable cells decreasing from 100% in untreated cells to 96.3%, 92.04%, 77.88%, 

and 72.17% in treated cells with concentrations of 0.5-2 mg/ml. Additionally, an inverse relationship was noted between cell 

cytotoxicity and concentration, with cytotoxicity increasing to 3.7%, 7.96%, 22.12%, and 27.83%, respectively (Table 1). 

 

Table (1): Evaluation of cell viability using MTT Assay for control and various Concentrations of MBP-GPS Fusion Protein 

Groups mean± SD C (%) 
Cell Cytotoxicity 

(%) 
P value 

24 hours 

Control 0.322± 0.012 100 0  

(0.5 mg/ml) 0.276± 0.048 85.67 14.33 0.414 
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(1 mg/ml) 0.255± 0.051 79.13 20.87 0.100 

(1.5 mg/ml) 0.249± 0.004 77.26 22.74 0.060 

(2mg/ml) 0.232± 0.039 71.96 28.04 0.014* 

48 h 

Control 0.283± 0.049 100 0  

(0.5 mg/ml) 0.280± 0.054 99.12 0.88 1.000 

(1 mg/ml) 0.261± 0.046 92.22 7.78 0.982 

(1.5 mg/ml) 0.250± 0.059 88.22 11.78 0.902 

(2 mg/ml) 0.241± 0.042 85.33 14.67 0.789 

72 h 

Control 0.280± 0.055 100 0  

(0.5 mg/ml) 0.270± 0.041 96.3 3.7 1.000 

(1 mg/ml) 0.258± 0.091 92.04 7.96 0.785 

(1.5 mg/ml) 0.214± 0.014 77.88 22.12 0.690 

(2 mg/ml) 0.202± 0.006 72.17 27.83 0.430 

Data are expressed as mean±SD, C%: cell viability, SD: standard deviation, *: P <0.05 

 

Interaction of MBP-REJ fusion protein with ECM proteins 

Pull-Down Assay 

The HEK 293 cells used in the pull-down assay are presented in Figure 1. The Figure demonstrates different seeding numbers 

for HEK 293 cells. The pull-down assay studied the possible interactions between MBP-REJ and ECM proteins.  

 

 
Figure 1: The HEK293 monolayer cells line in different seeding numbers. Scale bar, 100 µm. 

 

The pull-down experiment was analysed via 15% SDS-PAGE. In Figure 2, lane 1 shows the HEK 293 cell lysate, while lanes 

2, 4, 7, 8 and 9 serve as negative controls with untreated resin. In lanes 3 and 6, the bait protein MBP-REJ fusion is visible as 

a narrow band that has a size of 53 kDa. Lanes 5 and 10 show the prey proteins that interacted with MBP-REJ, and a protein 

band of approximately 100-127 kDa was detected in those lanes.  

 

 
Figure (2): This figure represents the pull-down experiment. The electrophoresis was carried out in 15% SDS-PAGE.  Lane 

1, HEK 293-cell lysate.  Lanes 2, 4, 7, 8 and 9 are untreated resins as a control. Lanes 3 and 6 are the MBP-REJ fusion protein 

(bait) (~53 kDa as the arrow indicated). Lane 5 was prey flow through. Lane 10 is the bait-prey elution that has two protein 

bands prey (~ 100-127 kDa as arrow 1 indicated), and MBP-REJ fusion protein (bait) (~53 kDa as arrow 2 indicated).  Lane 

M is the molecular weight protein marker. 
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Characterization of protein-protein interaction by mass spectrometry 

MALDI-TOF MS was employed to analyze the bands in lane 10 of Figure 2. The proteins identified in the analysis of the 

protein bands in lane 10 were recorded in Table 4.1. The UniProt database was then utilized to determine the protein masses 

associated with the MBP-REJ fusion protein. 

Several candidates’ proteins were identified in band lane 10, Figure. 2. Four proteins were pulled down using MBP-REJ fusion 

protein (Figure 2).  

The potential for detecting a protein mixture within the gel band is possible. The proteins identified in lane 10, Figure 2, 

exhibited estimated molecular weights of approximately 100 and 127 kDa (Table 2). Table 2 includes information such as the 

predicted molecular weight, isoelectric point (pI), protein name, and mass for each identified protein. Among the potential 

protein candidates suggested by UniProt and ExPASy were two types of collagen chains, with estimated molecular weights of 

100 kDa and 108 kDa, an integrin protein with a molecular weight of 127 kDa, and a Fibronectin protein with a molecular 

weight of 120 kDa. All four proteins were identified within a single, large, transparent band. 

 

Table (2): ECM proteins that interacted with MBP-REJ fusion protein detected by MALDI-TOF MS using a pull-down assay 

Protein name UNI port Accession # MW PI 

Collagen alpha 1(VI) chain A0A087X0S5_HUMAN 100 5.89 

Collagen alpha 1(IV) chain P53420.CO4A4_HUMAN 108 5.20 

Integrin alpha A0A087X131-HUMAN 127 6.19 

Fibronectin H0Y4K8_HUMAN 120 5.52 

 

Discussion 

ADPKD is the prevailing genetic disorder that poses a significant threat to individuals' lives and is responsible for 

approximately 50 per cent of cases resulting in ESKD during the fifth and sixth decades of life (Krappitz et al., 2023 [30]). 

High frequencies of mutations that may lead to an early onset of a severe form of ADPKD were reported in the Saudi population 

[31, 32]. 

Since the identification of the PKD-1 and PKD-2 genes, there has been a surge in research interest in PKD over the past three 

decades [33]. ADPKD poses both clinical and health challenges, emphasizing the need for continued research and intervention 

in this field. 

Our comprehension of the genes responsible for ADPKD has advanced as a result of the progress made in genetics [34]. For 

this purpose, our study was designed to investigate and characterize the structure and function of PC-1 and study the molecular 

mechanism by which the REJ domain of PC-1 interacts with ECM proteins to raise its potential importance in the aetiology of 

ADPKD. This study represents a pioneering effort in exploring the functions and mechanisms of previously unknown REJ 

proteins to understand their structure and function. The functionality of the protein is not compromised by the presence of the 

MBP tags. This was demonstrated in a study by Guo et al. (2018) [35], in which they successfully produced bioactive 

leukaemia inhibitory factor (LIF) by fusing it with MBP, resulting in the formation of the MBP-LIF fusion protein. They 

utilized the E. coli system for protein expression and employed a one-step purification method using gravitational affinity 

chromatography. The purified MBP-LIF products demonstrated the ability to selectively inhibit the growth of M1 cells, and 

this inhibition showed a dose-dependent pattern. Importantly, their findings indicated that the presence of the MBP tag in the 

MBP-LIF fusion protein did not hinder the bioactivity of mLIF [35]. 

HEK 293 is a commonly used human cell line in scientific research because it offers several significant benefits. One key 

advantage is its ability to undergo post-translational modifications that closely resemble those found in human cells. HEK 293 

is preferred due to its high efficiency in accepting foreign genetic material (transfectivity), its rapid proliferation rate, and its 

capability to grow in a culture medium without the need for serum in a suspension environment [36, 37]).  To support our 

hypothesis, we employed the MTT assay to investigate the impact of the MBP-REJ fusion protein on the growth of HEK 293 

cells expressing normal PC-1. This assay enabled us to assess cell viability by measuring the number of viable cells in culture 

following treatment with the fusion protein, both in a dose-dependent and time-dependent manner. Our results demonstrated 

a significant reduction in cell proliferation, which aligns with previous findings [3]. They reported various changes in ADPKD 

cyst-lining epithelial cells, including alterations in proliferation, accumulation of fluid, remodelling of the ECM, and elevated 

expression of collagen and integrins. This convergence between our observations and the findings reported by Zhang et al. 

(2020) [4], and Grantham. (1992) [3], underscores the validity of our hypothesis and highlights the potential implications of 

the MBP-REJ fusion protein in modulating cell growth and ECM dynamics in the context of polycystic kidney disease. 

 This study investigated the effects of treating HEK293 cells with MBP-REJ fusion protein over 24 hours. We observed a 

slight reduction in the number of viable cells in the treated wells compared to the control group, as the concentration of MBP-

REJ fusion protein increased. This decrease in cell viability was, with higher concentrations leading to a greater reduction. 

However, the differences in cell viability between the concentrations and the control group were not statistically significant 

except for the concentration of 2 mg/ml of the MBP-REJ fusion protein. This suggests that at this early time point, the fusion 

protein had a limited impact on cell proliferation. When the incubation period was extended to 48 and 72 hours, the reduction 

in the number of viable cells in the treated wells was not significant. The control group showed an increase in cell viability, 

while the treated cells exhibited a further decrease in viability with increasing concentrations of the fusion protein. Statistical 

analysis revealed that the mean viability of cells treated with 2 mg/ml concentrations was significantly different from the 

control group. These findings indicate that the MBP-REJ fusion protein has a cytotoxic effect on HEK 293 cells after hours of 

exposure. 

The impact of certain proteins on the cytotoxicity of the HEK-293 cell line used to be assessed using the MTT assay. These 

proteins hold significant importance in various scientific domains, including environmental studies, medicine, and 

pharmaceutical research. The investigation of their cytotoxic effects is crucial for gaining insights into their potential 
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implications and applications in these fields [38, 39, 40, 41]. It has been reported that the disruption of PC-1 function is 

associated with increased proliferation in ADPKD. Therefore, the observed reduction in proliferation in our study could be 

attributed to the interference of the MBP-REJ fusion protein with crucial cellular processes involved in cell survival, 

proliferation, or metabolism, potentially leading to impaired cell growth and eventual cell death [42, 43, 44]. In a study 

conducted by Perumal et al. (2019) [45], the MTT assay was utilized to investigate the effects of Tannic acid on normal 

HEK293 cells. The objective of their study was to explore the antiproliferative and antioxidant effects induced by Tannic acid 

in human embryonic kidney cells. The MTT assay results demonstrated that higher concentrations of Tannic acid led to an 

increase in both cell viability and the rate of cellular proliferation. In summary, the findings from our study, along with other 

research [42, 43, 44, 45] provided evidence for the impact of PC-1 disruption on cell proliferation and highlighted the potential 

of the MBP-REJ fusion protein to influence cellular processes related to growth and viability. 

The role of PC-1 in the regulation of Ca2+ oscillations and the molecular mechanism elucidating the connection between 

disrupted Ca2+ homeostasis and heightened cell proliferation in ADPKD were investigated. Depleting the naturally occurring 

PC-1 protein in HEK293 cells resulted in intensified Ca2+ oscillations upon serum stimulation, subsequently activating the 

nuclear factor of activated T cells and promoting progression through the cell cycle. Similarly, kidney cystic cell lines with 

PC-1 mutations displayed increased Ca2+ oscillations and enhanced cell proliferation. However, these abnormal characteristics 

were alleviated in cells expressing exogenous PC-1 [46]. Our recorded suppressing effect of a specific dose of MBP-REJ 

fusion protein on cell proliferation might be interpreted in two different ways. One of them is completely close to our 

hypothesis and consistent with Vasileva et al. (2021) [47], and Torres and Harris. (2009) [48], that REJ of PC-1 may act as a 

receptor that regulates cell division by switching on/off the cell signalling upon its binding to cell membrane receptors such as 

integrin; since the REJ domain is close to the cell membrane.  Furthermore, the localization of PC-1 and -2 on the surface of 

the primary cilium in a normal kidney, acts as mechanoreceptors that regulate calcium entry, which in turn stimulates various 

intracellular pathways to inhibit cell proliferation [49, 50] (Figure 3). 

 

 
Figure 3: Our predicted model suggests that the localization of the REJ domain close to the cell membrane regulates Ca2+ 

influx and suppresses cell proliferation. 

 

Another possible explanation was provided by Malhas et al., (2002) [6] suggesting that the decrease in proliferation could be 

attributed to the competition between the GST-LRR fusion protein and LRR-PC-1 in binding to the surface receptor collagen 

and its receptor integrin. This competition triggers a signalling pathway that inhibits further cell division [6]. In our study, we 

propose a similar mechanism, where MBP-REJ might also compete with REJ-PC-1, leading to a reduction in cell proliferation 

(Figure 4). 
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Figure 4: Predicated model to explaining the competition of MBP-REJ fusion protein and REJ of policystin-1 on binding to 

a surface receptor collagen and its receptor integrin, to decrease cell proliferation. 

 

In vitro, model where cells were transfected with a mutated REJ domain, leading to the formation of cyst-like structures with 

a spherical shape. This outcome strongly emphasizes the significant contribution of the REJ motif in the development of 

ADPKD. The result underscores the crucial role of the PC-1 protein in maintaining the normal functioning of the kidneys. 

Additionally, they highlight that the N-terminal domain of PC-1, which encompasses the REJ domain, is particularly 

susceptible to various mutations that play a role in the development of ADPKD [51]. 

The REJ domain of PC-1, which effectively interacted with various ECM components including collagen IV, integrin, and 

fibronectin may initiate a cascade of signal transduction pathways involved in normal cell development. Ultimately, the effect 

of REJ fusion protein on HEK 293 cell proliferation emphasized our proposed molecular mechanism. The primary objective 

of our study was to examine the interaction between the REJ domain of PC-1 and ECM basement membrane proteins, aiming 

to propose a potential molecular mechanism underlying the development of ADPKD. To achieve this, we employed a novel 

approach known as the His pull-down technique, which was followed by data analysis using MALDI-TOF MS. The protein 

identification was conducted using MALDI-TOF-MS, and the corresponding accession number in the UniProt database was 

utilized for the identification process [5, 52, 53]. This method is consistent with our chosen approach, further reinforcing the 

validity of our findings. MALDI is particularly advantageous for the swift identification of proteins that have been isolated 

through gel electrophoresis. The streamlined sample preparation procedure associated with MALDI makes it more efficient 

and less time-consuming compared to other methods. Also, MALDI exhibits higher sensitivity, enabling the detection of lower 

abundance proteins with greater accuracy. As a result, MALDI is a well-suited approach for the rapid and reliable identification 

of proteins separated via gel electrophoresis [52]. In contrast, Han et al. (2022) [54] demonstrated that the combination of pull-

down assays with liquid chromatography-tandem mass spectrometry (LC-MS/MS) allowed for the identification of protein 

interactions. 

In a study performed by Paramasivam et al. (2021) [55], the focus was on investigating the role of Mitochondrial ribosomal 

small subunit (MRPS) proteins in tumorigenesis. To gain insights into the functions of these proteins, the researchers employed 

a valuable approach of mapping protein-protein interactions (PPIs) onto well-known cellular processes. This strategy allowed 

for the identification of novel protein functions. To facilitate their investigations, the researchers generated fusion proteins of 

GST (Glutathione S-Transferase) and MRPS. The successful generation of GST/MRPS fusion proteins was confirmed through 

MALDI-TOF analysis. The methodology employed in this study aligns with the conducted pull-down assays, as described by 

Paramasivam et al., using HEK293 cell lysate as a source of anchor proteins. Subsequently, a nano-liquid 

chromatography/tandem mass spectrometry (nLC/MS/MS) analysis was carried out to identify and analyze the protein 

interactions associated with MRPS. This comprehensive approach, utilizing mass spectrometry techniques, offered valuable 

insights into the protein-protein interactions involving MRPS and their potential roles in tumorigenesis [55]. Our results were 

in concordance with the findings of this study. 

Other studies, observed a similar phenomenon, documenting the interaction between the PC-1 C-type lectin domain and 

various ECM proteins, such as collagen types I, II, and IV, in an in vitro setting. They also identified an interaction between 

unidentified components of cyst fluid from ADPKD patients and the PC-1 C-type lectin domain, suggesting its involvement 

in cell-matrix interactions [26]. Additionally, our findings revealed the binding of several basement membrane proteins, 

ranging from 100 to 127 kDa, to the MBP-REJ fusion protein, including collagen alpha1(VI) chain, fibronectin, and integrin 

alpha. The presence of a diverse protein population may explain the identification of various proteins in the present study. 

As the significance of the ECM composition, organization, and stiffness for maintaining tissue equilibrium becomes more 

evident, there is a growing demand to unravel the intricacies of how cells perceive, construct, and modify the ECM during 

dynamic tissue remodelling processes. Depending on some studies recorded the integrin role as transmembrane adhesion 

receptors in binding to collagen IV. Since, cells do interact directly with collagens via the four collagen-binding integrins 

α1β1, α2β1, α10β1, and α11β1 [19, 56]. Therefore, our proposed mechanism might be that upon binding of the MBP-REJ 
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fusion protein with collagen, it interferes with downstream signalling pathways, particularly that involving integrin cascade, 

which is important for cell proliferation and migration. This interference could decrease cell proliferation in ADPKD, 

potentially slowing down the progression of cyst formation. Also, the REJ may trigger a suppressant effect on cell proliferation 

by binding to a putative cell surface receptor (integrin) (Figure 5). 

 
Figure (5): The interaction between MBP-REJ and ECM proteins is predicted by our model 

 

Our study represents novel research that significantly contributes to the understanding of the molecular mechanisms underlying 

inherited ADPKD diseases. The REJ domain of PC-1 exhibited effective interactions with various ECM components, including 

collagen IV, integrin, and fibronectin, suggesting its involvement in initiating signal transduction pathways crucial for normal 

cell development. Additionally, the impact of the REJ fusion protein on HEK 293 cell proliferation further supports our 

proposed molecular mechanism. 

 

Conclusion 

In this study, the effect of REJ fusion protein on HEK 293 cell proliferation was presented. The Pull-down assay results were 

supported with MALDI-TOF MS data that proved the interaction between REJ fusion protein and ECM proteins including 

collagen, integrin, and fibronectin. The addition of REJ fusion protein to the HEK 293 cells caused a decrease in the cell's 

proliferation that may lead to the use of the REJ protein as a targeted therapy for ADPKD disease. Our results demonstrated a 

powerful experimental approach to further studying the function, and REJ- ECM interactions of proteins and should pave the 

way to systematically characterizing the effects of disease-causing mutations in the REJ module of human PC-1. 

Further studies are recommended to define the structural/functional relationship between PC-1, integrin, and collagen in renal 

development, polycystin-deficient organisms, and ADPKD cells. Further investigations are required to elucidate the 

underlying mechanisms and understand the specific interactions of the REJ fusion protein with cellular components. These 

findings will provide valuable insights into the potential utility of the fusion protein for further investigations and potential 

therapeutic applications. Developing targeted therapeutic interventions is crucial to understanding the mechanisms involved 

in mechano-transduction and the role of polycystin in the proliferation associated with ADPKD. Additional research is 

necessary to explore these mechanisms in more detail and identify potential strategies to modulate cellular proliferation, 

ultimately aiming to slow down the progression of ADPKD. 

 

Conflict of interest:  

The authors have no conflicts of interest to declare.  

 

Financial support:  

The authors declare that the research was conducted in the absence of any funding. 

 

Ethics statement:  

Not applicable.  

 

References 

https://jptcp.com/index.php/jptcp/issue/view/79


INTERPLAY BETWEEN POLYCYSTIN-1 AND EXTRACELLULAR MATRIX: INVESTIGATING THE REJ DOMAIN'S 

SIGNIFICANCE IN ADPKD PATHOGENESIS 

Vol.31 No.5 (2024): JPTCP (245-256)                                                                                             Page | 254 
 

1.   Mahboob M, Rout P, Bokhari SRA. Autosomal Dominant Polycystic Kidney Disease. In: StatPearls. Treasure Island 

(FL): StatPearls Publishing; October 18, 2023. 

2. Lanktree MB, Chapman AB. New treatment paradigms for ADPKD: moving towards precision medicine. Nat Rev 

Nephrol. 2017;13(12):750-768. doi:10.1038/nrneph.2017.127 

3. Hogan MC, Norby SM. Evaluation and management of pain in autosomal dominant polycystic kidney disease. Adv 

Chronic Kidney Dis. 2010;17(3):e1-e16. doi:10.1053/j.ackd.2010.01.005 

4. Zhang Y, Reif G, Wallace DP. Extracellular matrix, integrins, and focal adhesion signaling in polycystic kidney 

disease. Cell Signal. 2020;72:109646. doi:10.1016/j.cellsig.2020.109646 

5. Sharma M, Reif GA, Wallace DP. In vitro cyst formation of ADPKD cells. Methods Cell Biol. 2019;153:93-111. 

doi:10.1016/bs.mcb.2019.05.008 

6. Malhas AN, Abuknesha RA, Price RG. Interaction of the leucine-rich repeats of polycystin-1 with extracellular matrix 

proteins: possible role in cell proliferation. J Am Soc Nephrol. 2002;13(1):19-26. doi:10.1681/ASN.V13119 

7. Zhang C, Balbo B, Ma M, Zhao J, Tian X, Kluger Y, Somlo S. Cyclin-Dependent Kinase 1 Activity Is a Driver of Cyst 

Growth in Polycystic Kidney Disease. J Am Soc Nephrol. 2021 Jan;32(1):41-51. doi: 10.1681/ASN.2020040511. Epub 

2020 Oct 12. PMID: 33046531; PMCID: PMC7894654. 

8. Schröder S, Fraternali F, Quan X, Scott D, Qian F, Pfuhl M. When a module is not a domain: the case of the REJ module 

and the redefinition of the architecture of polycystin-1. Biochem J. 2011 May 1;435(3):651-60. doi: 

10.1042/BJ20101810. PMID: 21314639; PMCID: PMC4979573. 

9. Maser RL, Calvet JP. Adhesion GPCRs as a paradigm for understanding polycystin-1 G protein regulation. Cell Signal. 

2020;72:109637. doi:10.1016/j.cellsig.2020.109637 

10. Xu M, Ma L, Bujalowski PJ, Qian F, Sutton RB, Oberhauser AF. Analysis of the REJ Module of Polycystin-1 Using 

Molecular Modeling and Force-Spectroscopy Techniques. J Biophys. 2013;2013:525231. doi:10.1155/2013/525231 

11. Weston BS, Malhas AN, Price RG. Structure-function relationships of the extracellular domain of the autosomal 

dominant polycystic kidney disease-associated protein, polycystin-1. FEBS Lett. 2003;538(1-3):8-13. 

doi:10.1016/s0014-5793(03)00130-3 

12. Orhi Esarte Palomero, Megan Larmore, and Paul G.DeCaen, Polycystin Channel Complexes Esarte Palomero O, 

Larmore M, DeCaen PG. Polycystin Channel Complexes. Annu Rev Physiol. 2023;85:425-448. doi:10.1146/annurev-

physiol-031522-084334 

13. Sonbol HS, AlRashidi AA. Cloning and Expression of Receptor of Egg Jelly Protein of Polycystic Kidney Disease 1 

Gene in Human Receptor of Egg Jelly Protein. Pharmacophore. 2022;13(6):97-

105. https://doi.org/10.51847/vqgHaBLLgJ 

14. Bandzerewicz A, Gadomska-Gajadhur A. Into the Tissues: Extracellular Matrix and Its Artificial Substitutes: Cell 

Signalling Mechanisms. Cells. 2022;11(5):914. Published 2022 Mar 7. doi:10.3390/cells11050914 

15. Pastor-Pareja JC. Atypical basement membranes and basement membrane diversity - what is normal anyway?. J Cell 

Sci. 2020;133(8):jcs241794. Published 2020 Apr 21. doi:10.1242/jcs.241794 . 

16. Naylor RW, Morais MRPT, Lennon R. Complexities of the glomerular basement membrane. Nat Rev Nephrol. 

2021;17(2):112-127. doi:10.1038/s41581-020-0329-y 

17. Regoli M, Tosi GM, Neri G, Altera A, Orazioli D, Bertelli E. The Peculiar Pattern of Type IV Collagen Deposition in 

Epiretinal Membranes. J Histochem Cytochem. 2020 Feb;68(2):149-162. doi: 10.1369/0022155419897258. Epub 2019 

Dec 20. PMID: 31858878; PMCID: PMC7003493. 

18. Boudko SP, Danylevych N, Hudson BG, Pedchenko VK. Basement membrane collagen IV: Isolation of functional 

domains. Methods Cell Biol. 2018;143:171-185. doi:10.1016/bs.mcb.2017.08.010 

19. Elango J, Hou C, Bao B, Wang S, Maté Sánchez de Val JE, Wenhui W. The Molecular Interaction of Collagen with Cell 

Receptors for Biological Function. Polymers (Basel). 2022;14(5):876. Published 2022 Feb 23. 

doi:10.3390/polym14050876 

20. Bonche R, Smolen P, Chessel A, Boisivon S, Pisano S, Voigt A, Schaub S, Thérond P, Pizette S. Regulation of the 

collagen IV network by the basement membrane protein perlecan is crucial for squamous epithelial cell morphogenesis 

and organ architecture. Matrix Biol. 2022;114: 35-66. https://doi.org/10.1016/j.matbio.2022.10.004.  

21. Hansen NUB, Gudmann NS, Karsdal MA. Type VIII collagen. In Biochemistry of Collagens, Laminins and Elastin (pp. 

75-81). Academic Press,2019 . 

22. Hohenester E. Structural biology of laminins. Essays Biochemi. 2019;63(3):285-295 . 

23. Stafman LL, Aye J, Beierle EA. Role of Stemness factors in neuroblastoma: neuroblastoma stem cells, tumor 

microenvironment, and chemoresistance. Neuroblastoma. 2019;187-202. 

24. McEver RP, Luscinskas, F.W. Cell adhesion. Hematology. 2018: 127-134).  

25. Wilson PD. Polycystic kidney disease. N Engl J Med.2004;350(2): 151-164 . 

26. Weston BS, Bagnéris C, Price RG, Stirling JL. The polycystin-1 C-type lectin domain binds carbohydrate in a calcium-

dependent manner, and interacts with extracellular matrix proteins in vitro. Biochim Biophys Acta. 2001;1536(2-3):161-

176. doi:10.1016/s0925-4439(01)00046-1 

27. Mosmann T. Rapid colorimetric assay for cellular growth and survival: application to proliferation and cytotoxicity 

assays, J Immunol Methods. 1984:65: 55-63 . 

28. Choudhury B, Kandimalla R, Bharali R, Monisha J, Kunnumakara AB, Kalita K, Kotoky J. Anticancer Activity of 

Garcinia morella on T-Cell Murine Lymphoma Via Apoptotic Induction. Front Pharmacol. 2016 Jan 29;7:3. doi: 

10.3389/fphar.2016.00003.  

29. Marvin LF, Roberts MA, Fay LB. Matrix-assisted laser desorption/ionization time-of-flight mass spectrometry in clinical 

chemistry. Clin Chim Acta. 2003;337(1-2):11-21. doi:10.1016/j.cccn.2003.08.008 

30. Krappitz M, Pioppini C, Bhardwaj R, Duygu E, Hollmann T, Somlo S, Fedeles S. WCN23-1242 Genetic interaction 

between XBP1 and Pkd1 modulates ADPKD progression. Kidney Int Rep. 2023;8(3):S250  ..  

https://jptcp.com/index.php/jptcp/issue/view/79
https://doi.org/10.51847/vqgHaBLLgJ
https://doi.org/10.1016/j.matbio.2022.10.004


INTERPLAY BETWEEN POLYCYSTIN-1 AND EXTRACELLULAR MATRIX: INVESTIGATING THE REJ DOMAIN'S 

SIGNIFICANCE IN ADPKD PATHOGENESIS 

Vol.31 No.5 (2024): JPTCP (245-256)                                                                                             Page | 255 
 

31. Al-Hamed MH, Alsahan N, Rice SJ, et al. Bialleleic PKD1 mutations underlie early-onset autosomal dominant 

polycystic kidney disease in Saudi Arabian families. Pediatr Nephrol. 2019;34(9):1615-1623. doi:10.1007/s00467-019-

04267-x 

32. Al-Muhanna FA, Al-Rubaish AM, Vatte C, Mohiuddin SS, Cyrus C, Ahmad A, Shakil Akhtar M, Albezra MA, Alali 

RA, Almuhanna AF, Huang K, Wang L, Al-Kuwaiti F, Elsalamouni TSA, Al Hwiesh A, Huang X, Keating B, Li J, 

Lanktree MB, Al-Ali AK. Exome sequencing of Saudi Arabian patients with ADPKD. Ren Fail. 2019 Nov;41(1):842-

849. doi: 10.1080/0886022X.2019.1655453. PMID: 31488014; PMCID: PMC6735335. 

33. Jerry X, Herbert W. The mechanics involved in ADPKD and nephrolithiasis interaction. Second Int Conf Biol Eng Med 

Sci (ICBioMed). 2022;12611: 521-526 . 

34. Rroji M, Figurek A, Spasovski G. Proteomic Approaches and Potential Applications in Autosomal Dominant Polycystic 

Kidney Disease and Fabry Disease. Diagnostics (Basel). 2023 Mar 17;13(6):1152. doi: 10.3390/diagnostics13061152. 

PMID: 36980460; PMCID: PMC10047122. 

35. Guo Y, Yu M, Jing N, Zhang S. Production of soluble bioactive mouse leukemia inhibitory factor from Escherichia coli 

using MBP tag. Protein Expr Purif. 2018 Oct;150:86-91. doi: 10.1016/j.pep.2018.05.006. Epub 2018 May 26. PMID: 

29758321. 

36. Tan E, Chin CSH, Lim ZFS, Ng SK. HEK293 Cell Line as a Platform to Produce Recombinant Proteins and Viral 

Vectors. Front Bioeng Biotechnol. 2021 Dec 13;9:796991. doi: 10.3389/fbioe.2021.796991. PMID: 34966729; PMCID: 

PMC8711270. 

37. Malm M, Saghaleyni R, Lundqvist M, Giudici M, Chotteau V, Field R, Rockberg J. Evolution from adherent to 

suspension: systems biology of HEK293 cell line development. Sci Rep., 2020;10(1):18996 . 

38. Naseri K, Khademi E, Mortazavi-Derazkola S. Introducing a new pharmaceutical agent: Facile synthesis of 

CuFe12O19@ HAp-APTES magnetic nanocomposites and its cytotoxic effect on HEK-293 cell as an efficient in vitro 

drug delivery system for atenolol. Arab J Chem. 2023;16(1): 104404 . 

39. Ahmadi R, Hemmateenejad B, Safavi A, Shojaeifard Z, Mohabbati M, Firuzi O. Assessment of cytotoxicity of choline 

chloride-based natural deep eutectic solvents against human HEK-293 cells: A QSAR analysis. Chemosphere. 2018 

Oct;209:831-838. doi: 10.1016/j.chemosphere.2018.06.103. Epub 2018 Jun 15. PMID: 30114731. 

40. Olsen S. Effects of ultra-high dilutions of sodium butyrate on viability and gene expression in HEK 293 cells. 

Homeopathy. 2017 Feb;106(1):32-36. doi: 10.1016/j.homp.2017.01.003. Epub 2017 Feb 22. PMID: 28325222. 

41. Reshma VG, Mohanan PV. Cellular interactions of zinc oxide nanoparticles with human embryonic kidney (HEK 293) 

cells. Colloids and Surfaces B: Biointerfaces, 2017;157: 182-190 . 

42. Dong K, Zhang C, Tian X, Coman D, Hyder F, Ma M, Somlo S. Renal plasticity revealed through reversal of polycystic 

kidney disease in mice. Nat Genet. 2021 Dec;53(12):1649-1663. doi: 10.1038/s41588-021-00946-4. Epub 2021 Oct 11. 

PMID: 34635846; PMCID: PMC9278957. 

43. Gargalionis AN, Basdra EK, Papavassiliou AG. Polycystins and Mechanotransduction in Human Disease. Int J Mol Sci. 

2019 May 2;20(9):2182. doi: 10.3390/ijms20092182. PMID: 31052533; PMCID: PMC6539061. 

44. Felekkis KN, Koupepidou P, Kastanos E, Witzgall R, Bai CX, Li L, Deltas C. Mutant polycystin-2 induces proliferation 

in primary rat tubular epithelial cells in a STAT-1/p21-independent fashion accompanied instead by alterations in 

expression of p57KIP2and Cdk2. BMC Nephrol. 2008;9(1):1-13 . 

45. Perumal PO, Mhlanga P, Somboro AM, Amoako DG, Khumalo HM, Khan RM. Cytoproliferative and Anti-Oxidant 

Effects Induced by Tannic Acid in Human Embryonic Kidney (Hek-293) Cells. Biomolecules. 2019 Nov 22;9(12):767. 

doi: 10.3390/biom9120767. PMID: 31766707; PMCID: PMC6995534. 

46. Aguiari G, Trimi V, Bogo M, Mangolini A, Szabadkai G, Pinton P, Witzgall R, Harris PC, Borea PA, Rizzuto R, del 

Senno L. Novel role for polycystin-1 in modulating cell proliferation through calcium oscillations in kidney cells. Cell 

Prolif. 2008 Jun;41(3):554-73. doi: 10.1111/j.1365-2184.2008.00529.x. Epub 2008 Apr 15. PMID: 18422703; PMCID: 

PMC2440503. 

47. Vasileva VY, Sultanova RF, Sudarikova AV, Ilatovskaya DV. Insights Into the Molecular Mechanisms of Polycystic 

Kidney Diseases. Front Physiol. 2021 Sep 8;12:693130. doi: 10.3389/fphys.2021.693130. PMID: 34566674; PMCID: 

PMC8456103. 

48. Torres VE, Harris PC. Autosomal dominant polycystic kidney disease: the last 3 years. Kidney Int. 2009 Jul;76(2):149-

68. doi: 10.1038/ki.2009.128. Epub 2009 May 20. PMID: 19455193; PMCID: PMC2812475. 

49. Lemos FO, Ehrlich BE. Polycystin and calcium signaling in cell death and survival. Cell Calcium. 2018 Jan;69:37-45. 

doi: 10.1016/j.ceca.2017.05.011. Epub 2017 May 24. PMID: 28601384; PMCID: PMC5701862. 

50. Sun A, Wang RY, PPuliyanda D. Cystic Diseases of the Kidney. Emery Rimoin's Essential Med Gen. 2013: 252 . 

51. Qian F, Boletta A, Bhunia AK, Xu H, Liu L, Ahrabi AK, Watnick TJ, Zhou F, Germino GG. Cleavage of polycystin-1 

requires the receptor for egg jelly domain and is disrupted by human autosomal-dominant polycystic kidney disease 1-

associated mutations. Proc Natl Acad Sci U S A. 2002 Dec 24;99(26):16981-6. doi: 10.1073/pnas.252484899. Epub 

2002 Dec 13. PMID: 12482949; PMCID: PMC139255. 

52. Suvarna K, Honda K, Muroi M, Kondoh Y, Watanabe N, Osada H. Identification of Target Protein for Bio-active Small 

Molecule Using Photo-cross Linked Beads and MALDI-TOF Mass Spectrometry. Bio Protoc. 2020 Feb 5;10(3):e3517. 

doi: 10.21769/BioProtoc.3517. PMID: 33654742; PMCID: PMC7842831. 

53. Zepeda Gurrola RC, Fu Y, Rodríguez Luna IC, Benítez Cardoza CG, López López MJ, López Vidal Y, Gutíerrez GRA, 

Rodríguez Pérez MA, Guo X. Novel protein interactions with an actin homolog (MreB) of Helicobacter pylori 

determined by bacterial two-hybrid system. Microbiol Res. 2017 Aug;201:39-45. doi: 10.1016/j.micres.2017.04.008. 

Epub 2017 Apr 27. PMID: 28602400. 

54. Han P, Liu J, Shi H, Zhang T, Ma D. Identification of protein interactions using a combination of affinity-pull-down 

assays and liquid chromatography-tandem mass spectrometry. Anal Chem. 2022;94(17):5174-5181. 

55. Revathi Paramasivam O, Gopisetty G, Subramani J, Thangarajan R. Expression and affinity purification of recombinant 

mammalian mitochondrial ribosomal small subunit (MRPS) proteins and protein-protein interaction analysis indicate 

https://jptcp.com/index.php/jptcp/issue/view/79


INTERPLAY BETWEEN POLYCYSTIN-1 AND EXTRACELLULAR MATRIX: INVESTIGATING THE REJ DOMAIN'S 

SIGNIFICANCE IN ADPKD PATHOGENESIS 

Vol.31 No.5 (2024): JPTCP (245-256)                                                                                             Page | 256 
 

putative role in tumourigenic cellular processes. J Biochem. 2021 Sep 7;169(6):675-692. doi: 10.1093/jb/mvab004. 

PMID: 34492114. 

56. Musiime M, Chang J, Hansen U, Kadler KE, Zeltz C, Gullberg D. Collagen Assembly at the Cell Surface: Dogmas 

Revisited. Cells. 2021 Mar 16;10(3):662. doi: 10.3390/cells10030662. PMID: 33809734; PMCID: PMC8002325. 

 

https://jptcp.com/index.php/jptcp/issue/view/79

